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Figure l. Simple hairpin foldback structures among 29.4 kb DNA single 

strands. 

After renaturation as described in the text and quenching with ice-cold 

H2o, the DNA was dialyzed against 0.01 M Tris, 0.001 M EDTA (pH 8.5), 

made 50% in formamide and spread for electron microscopy. ~ll74 circu­

lar DNA was present on the grids as a known internal length standard of 

5.25 kb. Arrows on the micrograph point to the hairpin duplexes. A bar 

indicates the equivalent length of 1 kb. 
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Figure 2. Looped foldbacks among the 29.4 kb DNA 

strands. 

These molecules containing looped toldbacks are from the same grids as 

described in Figure l. 
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Figure 3. Multiple foldback duplexes on long single 

strands. 

These molecules containing multiple foldback structures are from the 

same grids as described in Figure l. 
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Figure 4. The distribution of foldback duplex lengths from the 

29.4 kb single strands. 

The frequency equals the actual number of measurements. The interval 

size is 80 nucleotides. The measurements are of the duplex length of 

the foldbacks, not of the combined length of the two complementary 

sequences. 
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Figure 5. Distribution of spacings between foldback duplexes among 

the 29.4 kb DNA strands. 

The frequency is the number of spacings actually scored. Statistics 

concerning the distribution are given in Table 2. The interval size is 

1 kb. Spacing measurements were between the proximal ends of two adja­

cent foldback duplexes. 



Figure 6. Three-dimensional histogram of inter-foldback spacings and the 

lengths of strands on which they are found. 

Each measurement of spacing between two foldback duplexes was matched 

with the length of the single strand that contains the foldbacks. The 

ordered pairs are separated by computer into two-dimensional intervals 

of strand length and spacing length in the x:y plane of the figure. The 

height of a given box in the z space equals the number of ordered pairs 

falling into the interval occupied by that box. The figure suggests no 

trivial relationship between the spacing measurements and the strand 

lengths. These measurements were made among the 29.4 kb strands. 



.106-

Figure 7. The distribution of loop lengths among the 29.4 kb DNA 

strands. 

The frequency equals the number of measurements scored. The interval 

size is 1 kb. Statistics on this distribution appear in Table 2. 
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Figure 8. The relationship between foldback duplex length and 

attached loop length. 

In each case of a looped foldback, the duplex length and the loop 

length were paired and plotted. The measurements were derived from the 

29.4 kb DNA. 



Figure 9. Simple hairpin structures from hydroxyapatite bound 

fraction. 

29.4 kb DNA was renatured for 1 min and fractionated on hydroxyapatite, 

as described in the text. DNA was prepared for microscopy as described 

in the legend to Figure l. The DNA pictured is from the bound fraction. 
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Figure 10. Looped foldbacks among the hydroxy-apatite bound 

molecules. 

See Figure 9. 



-110-

Figure 11. Hydroxyapatite bound strands bearing multiple foldback 

structures. 

See Figure 9. 
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